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ATP1A3:NM_152296.5:¢.994-1351A>G

reference AAATGCCTGOT CTTCAAGGTG CATG GCAGGG ACTAT CTTAGAA
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AATGCTGT CTTCAAGGTGCCATGGCG CAGGG ACTA
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AAATGCTGT CTT CAAGCGCGTGCATGGCAGGG ACTAT CTTAGAA
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AAATGCTGOGTCTT CAAGGT G CATGG CAGGG ACTAT CTTAGAA
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ATGCTGTCTTCAAGGTGCGCATGG CAGGG ACTAT CTTAGAA
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AAATGCCTGOT CTTCAAGGTG CATG GCAGGG ACTAT CTTAGAA
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AR PRI AR IR M ONREE BIRHRIS . DNA FREESE) WM T —RNFRARKGERNZER; 2N RER
IRARHENINIE, TMEAIRARLDEKE, FIMKELESZRERE. RESL, UREMENERFESSN
FIRE .

5. MEGRITEHREFIRZREXNFNE, SERNUMIEKRSE.
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